PRELIMINARY STUDY OF THE PHYLOGENY THROUGH mtDNA (12S) OF SILURIFORMES AND GYMNOTIFORMES.
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Of the evolutionary point of view the orders Siluriforms and Gymnotiforms form a monophyletic group (Alves-Gomes, 1995;  Fink & Fink, 1981, 1996).  One high diversity of species of Siluriforms exists, which present great variety of adaptations and evolutionary strategies, guaranteeing the success of this group in the Amazonia (Alves-Gomes, pess.).  As example of this diversity we can cite the variety of sizes, existing species with less than 3 cm of length until those with 2 meters (de Pinna, 1993).  In this group it has a great variety of alimentary habits, since generalistas until those highly specialized, as the eaters of scales or teething rings of blood of other species of fish.  Some 4,000 more than are migratory species and travel km to multiply (Barthem & Goulding, 1998).  Many of these species possess high value commercial, either for the feeding or as ornamental.  Especimens of these groups (Gymnotiformes and Siluriformes) can be found in the most varied habitats, and presents specific adaptations for most different environments. In recent years, however, gymnotiform and siluriform systematics has major adveances, as several authors have sorted out the phylogenetic relationships among and between species using morphological, molecular, neuroanatomical, physiological, and fossil data (Albert & Campos-da-Paz, 2000; Alves-Gomes et al., 1995; Mago-Leccia, 1994).  Phylogenetic preliminary was based upon the information contained one gene fragments of the mitochondrial genome, the 12S rRNA. Total DNA (genomic and mitochondrial) was extracted by standard phenol:cloroform protocol. To obtain sufficient template for DNA sequencing, the two gene fragments were amplified through the polymerase chain reaction (PCR) method. PCR products  12S rRNA fragments were obtained in reactions with a final volume of 25μl [16,15 μl Mili-Q water , 2,5 μl T10XAB, 2,5 μl dNTP at 0.1mM, 0,5 units of AmpliTaq DNA polymerase, 0,8 μl each primer at 5mM]. PCR amplifications were carriede out in 30 cycles, with desnaturation fro 30s at 93ºC, annealing for 30s at 54ºC and extension for 30s at 72ºC. The quality of the PCR product was tested by running 3 μl of the amplified reaction in 0,8% agarose gel.                                                                                                   DNA sequences were obtained with a 356 autometed sequencer (MegaBACE 1000) at Laboratório Temático de Biologia Aquática, INPA. For phylogenetic searche of 12S gene were condensed into unique data matrix. All methods of phylogenetic inference resulted in largely congruent topologies, differing only in minor rearrangements. The best obtained by maximum parsimony. It was obtained using Paup program. The phylogenetic cladograms generated by program PAUP, confirm the morphologic identification and differed the species of Gymnotiforms clearly.  Being that the species Petalodoras punctatus the results shows a separation it enters two distinct groups molecularly.  While for Ageneiosus brevis clade had been grouped in different, probably an error of identification of the species of this sort occurred, a time that one of the individuals of this species was in clade with others of the same genu.  Considering the established difficulties of identification only in morphology the molecular tool, in special the gene 12S, revealed sufficiently efficient in the taxonomics resolution of question.
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